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The Australia Group

https://www.dfat.gov.au/publications/minisite/theaustraliagroupnet/site/en/index.html

ighting the spread of chemical and
biological weapons

Strengthening global secunrit

ad =
https://www.mofa.go.jp/mofaj/gaiko/bwc/ag/gaiyo.html %ﬁ% ﬁgﬁnﬂ‘r I\
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Country Date Country Date

The Australia Group e

Bl Australia 1985 = Luxembourg 1985

Australia Group Participants :
Argentina (1993) Lithuania (2004) prhande 9%
Australia (1985) Luxembourg (1985) pealand 1985
Austria (1989) Malta (2004) fav
Belgium (1985) Mexico (2013) d 1994
Bulgaria (2001) Netherlands (1985) il 1985
Canada (1985) New Zealand (1985) bicof Cyprus 2000
Croatia (2007) Norway (1986) bicofKorea 1996
Czech Republic (1994) Poland (1994) bicofTurkye 2000
Denmark (1985) Portugal (1985) 1995
Estonia (2004) Republic of Cyprus (2000) ....... -
eV European Union (1985) Republic of Korea (1996) . "
{ b; ; Finland (1991) Republic of Turkey (2000) o
France (1985) Romania (1995) e ,
t F = Germany (1985) Slovak Republic (1994) .
Y Greece (1985) Slovenia (2004) _
Hungary (1993) Spain (1985)
0 11— Iceland (1993) Sweden (1991)
India (2018) Switzerland (1987) i -
Ireland (1985) Ukraine (2005)

908 United Kingdom (1985)

1 98 5 Japan (1985) United States (1985) :|,2 + E U
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HAERSE _
Viruses ROEERE25D2
H# "B
1- African horse Sickness Virus RYEES BHSVWEBE10O3N20HE1)DERERXEEST
F2EMN2 |BHHALDIE, ROVWTANEYETILDET D,
2. African swine fever virus ®1IH
3. Andes virus ROSER |VMLA(D9F RS ) THL T,
4 Avian i 2] W2Ekm2 (77VhEBHEIMILA,
. Avian influenza virus 1M |7ounBReLR,
5. Bluetongue virus B—8 |7UTF7R FSTUMIMILAR,
FUTFADMILA,
6. Chapare virus IRSVANABDETDIAILA,
. . BRIOMLA,
7. Chikungunya virus F LRI HBBYA LR,
; AOR—F24ILR,
8. Choclo virus FHURSA LR,
9. Classical swine fever virus (Hog cholera virus) FrYX—LFRBEIMILZR,
GHEIMNA,
10. Crimean-Congo hemorrhagic fever virus gliy.gyjdj s A LA
. OB&E2MILR,
il BRI A SRR BRBERBAVTILIAFIL LA (HERIZHED
12. Eastern equine encephalitis virus HARZRTHLOICRS. ).
i , SARSIOFIAILA,
13. Ebolavirus: all members of the Ebolavirus genus BER1918EAVINLIVHFI(ILA.,
: : YEZ 24X,
14. Foot-and-mouth disease virus SIS
15. Goatpox virus INRBEREIAIVZR,
- SUISTLILILA,
16. Guanarito virus AKAMOREYMILA.
T OTREBE VML,
tUP VA RBEBIMILA,
Nl NN P
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2019 Genetic Elements and Genetically-modified Organisms [1!:

Any genetically-modified organism which contains, or genetic element that codes for:

I 1. any gene or geneslspeciﬁc to any listed virus; or

2. any gene or genes specific to any listed bacterium [l or fungus, and which

a. in itself or through its transcribed or translated products represents a significant
hazard to human, animal or plant health, or

b. could endow or enhance pathogenicity!*]; or

3. any listed toxins or their sub-units.
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2019

Genetic Elements and Genetically-modified Organisms 1

Any genetically-modified organism which contains, or genetic element that codes for:

I 1. any gene or geneslspeciﬁc to any listed virus; or

2. any gene or genes specific to any listed bacterium [l or fungus, and which

‘ 4( g — %' :g g 'd' 653{1_:; |oducts represents a significant

b. could endow or enhance pathogenicity!!; or

3. any listed toxins or their sub-units.

JALILA

~

UX kot

VSV-G

R (RS
4




ﬁBRC NamiEL IRES. 2AIEEREF?

BEWFES [ BEFeRELEEY (ERINGS FIREICI > THREDEEERSZ
F2RMD2 |EMHL. REBESN=DLDZEL, ) THO>TROVWT UM ZEFT S
118 LOXRIGBEECER (REE. T/L.TFRIF, FIURRT Ry
BAT | F-RUERFAIRLGKEMAZECFERIESn-BRBEZST,)
THOTROWVWIT WA DEEEINZFTSHLD

1 F—HITKET HEETF

TS = ROBHEFTHBIRESE 2 AIGEGETF ?

ac operator

SV40 poly(A) signal)

CSII-CA-MCS-
IRES-Puro

11,019 bp

cPPT/CTS - CS-RfA-ETBsd

11,949 bp

EM7 promoter

(f1 ori)

(GeHpoly(A) signal
3' LTR (truncated

15
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This 1item 1s currently unavailable outside the US
without additional regulatory approval.

Addgene’s export license service is currently in its early stages. At this time, only|V
and a subset oflSARS CoV- 1|plasm|ds are available outside of the U.S. under this
service. As an international customer, you will be able to add these items to your cart and

I 47. Severe acute respiratory syndrome-related coronavirus ? I
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/ﬁ:j__.;, CAAT CGCTOCGATOCGATCG A EE DB
7 7 7CCCGATCGATCGCGCGCRAX P

A TAGCGCATATCG T AVNTCGCOCNRARGCCS
A GCGGCT7TT  TAGOCTAGCOC TV ACCGGCSO

GCG7GGCGAGGCTCTGGOCTITGGIARS
7 A7 AGCTAGCTAGGCTAGCN\RGS

o GCGCGCCGCGAATAGTT RIS

(7777 7TTCGATCGATCARRRLS
CGATAGATAGAC\RAGRNKS

47AGGATAGGCGUS

NCBI database




EeHRE A D5E(E

HTS ({HSY) ZAVWEDNAESIRE

Short-read Hybrid assembly Long-read
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Gene expression vector : drug resistant genes

Drug inhibition activity
Neomycin translation kinase
Hygromycin translation kinase
Blastcidin S  translation deaminase
Puromycin translation acetylation
Zeocin DNA damage binding

23
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Puromycin-resistant gene(s?)

m National Library of Medicine

National Center for Biotechnology Information

\

1 VE CPKDRATWCMTRKPGA*
..TGCGAG tgcccgaaggaccgegeg ACCTGGTGCATGACCCGCAAGCCCGGTGCCTGA

2 ..TGCGAG gtgcccgaaggaccgege ACCTGGTGCATGACCCGCAAGCCCGGTGCCTGA
VEVPEGPR TWCMTRKPGA *

mEEERIRE 20 UNMETIRN
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Puromycin-resistant gene(s?)

LOCUS STMPAC 906 hp DNA linear BCT 02-DEC-2016
REFERENCE 1 (bases 1 to 906)
AUTHORS  Lacalle,R.A., Pulido,D., Yara,J., Zalacain,M. and Jimenez,A.
TITLE Molecular analysis of the pac gene encoding a puromycin N-acetyl
transferase from Str alboniger j /\o
Gene 79 (2), 375-380 E
2676728

2 (hases 1 to 906)

AUTHORS  Jimenez,A. —
TITLE  Direct Submission ZOZZE(‘_

JOURNAL ~ Submitted (17-MAR-1989) éntonio Jimenez, Centro de Biologia

Molecular Severo Ochoa (CSIC/UAM), Universidad Autonoma de Madrid, I -
Madrid, 28049, Spain Eb\ﬁayj z @

COMMENT GenBank staff is unable to verify source organism and sequence
an ion provided by the submitter. ¥ﬁ*ﬂ§£§
On|Apr 11, 1995|this sequence version replaced gi:153397. 1

gtcgacatcg cggccgaace ggtogtzage coctgggaca tocgecgocet ccagatecte

MHZEVNIEAN
185E
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Rerc #% DX: E#liittEEGET OF 2

Puromycin-resistant gene(s?) p—
i NGSHRHT

e e 0
2000 4000 600 - 8000
COrR |’| i g | > | <@g < 14
MMLV W ] EGFP IRES2| PuroR_pac AmpR AmpR promoter
gag (truncated) pol region
Kozak sequence
. . o 180 . o . ., 388 , o . ., 490 . ., . 495
18 vV T A D Vv E Vv P E G P R F W C M i R K P G A
PuroR_pac =—*
[ 57 bp, c®57 Fl>addgene NGS BES
—)

addgene :accgtcaccgccgacgtcgaggtgcccgaaggaccgcgcacctggtgcatgacccgcalccgtcaccgccgacgtcgaggtgcccgaaggaccgcgcacctggtgcatgacccgcahgcccggtgcc
AGCCCGGTGCC

JACCGTCACCGCCGACGTCGAGGTGCCCGAAGGACCGCGCACCTGGTGCATGACCCGCA

S5l 57 bp pseudo tandem repeat | n
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ppBRC B35 DX: 5aE—Oridf

Molecular Microbiology (1992) 6(22), 3385-3393

I

pUC orih‘High copyl|Z 7% 5 R 1#(1992)

High copy number of the pUC plasmid results from a
Rom/Rop-suppressible point mutation in RNA I

Sue Lin-Chao,'* Wen-Tsuan Chen' and Ten-Tsao
Wong'?

'Institute of Molecular Biology, Academia Sinica,
Nankang, Taipei, Taiwan 11529, Republic of China.
?Institute of Biochemistry, National Yang-Ming Medical
College, Taipei, Taiwan 11221, Republic of China.

Recently it was reported that pUC plasmids contain a
point mutation (Minton et al., 1988) not found in the
originally published pUC sequence (Yanisch-Perron et al.,

puC oril ICRZEENDH D
— & DERE(19884F)

pUC ori

PBR ori

A RNAII
e —
| —
Replication Origin RNAI
+IRNAI

5" CGGCTACACTAGAAGGACAGTATTTGGTATCTGCGC

A(pUC)
B 2475
1925 a0 AR
Aval vall

R
RNAII Amp
- -

- o pBR322
1
EcoRl Tet RopRom 1 RNAL 5 '\ EcoRI
IS scal
1846
—F_N__ pBRA322
Rop/Rom
G >A

A 4
i
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pUC18

Goto:

Locus SYNPUC18V 2686 bp DNA
DEFINITION pUC18 cloning vector,
ACCESSION  L@8752
VERSION L88752.1
KEYWORDS W
SOURCE synthetic construct

ORGANISM synthetic construct

0 r sequences; artificial sequences.

e
sites)
ander,J., Kempe,T. and Messing,J.
Coristruction of improved M13 vectors using
oligodeoxynucleotide-directed mutagenesis
JOURNAL  Gene 26 (1), 101-106 (1983)
PUBMED 3249
REFERENCE bases 1 to 2686)
AUTHORS bert,W.
TITLE Obtained from VecBase 3.0
JOURNAL  Unpublished

REFERENCE
AUTHORS
TITLE

circular SYN 27-APR-1993

puCi8
w8 iacZ i
5AGAATTCFAGCTCFGTACﬁCGGFGATCCFCTAGAGTCGACCTGCAGGCATGCAAGCTTGGC*?
|
T T 1 I ] T — "
EcoR | Sac Kpn | Smal BamH | Xba | s;] T Pst| Sphi Hind 1l
I Sse8387
- Acc | l
puC19 Hine Il
452 —— lacZ 396
5~-GCCAAGCTTGCATGCCTGCAGGTCGACTCTAGAGGATCCCCGGGTACCGAGCTCGAATTC-¥
| J L T
T T
Hind I Sph1 Pst| Xba | BamH | Bing i Kpnl Sac EcoR |
Sall Xma |
Sse8387 | Acc |
Hinc I
Go to: [v]
LOCUS SYNPUC19V 2686 bp DNA circular SYN @7-AUG-2008

DEFINITION Cloning vector pUC19, complete sequence.
ACCESSION  M77789 M11662
VERSION M77789.2

KEYWORDS i
SOURCE Cloning vector puUC19
ORGANISM_—Cloning vector puUCi9

er sequences; artificial sequences; vectors.
(bases 1 to 2686)

AUTHORS Ndérrander,J., Kempe,T. and Messing,J.

TITLE Construction of improved M13 vectors using

oligodeoxynucleotide-directed mutagenesis
JOURNAL —Gene 26 (1), 101-106 (1983)
PUBMED, 23249
REFERENC (bases 1 to 2686)
AUTHORS anisch-Perron,C., Vieira,J. and Messing,J.
TITLE Improved M13 phage cloning vectors and host strains: nucleotide
sequences of the M13mpl8 and pUC19 vectors

JOURNAL  Gene 33 (1), 103-119 (1985)
PUBMED 85470

REMARK atum: [Gene. 1992 May 1;114(1):81-3. PMID: 1375182]
REFERENC (bases 1 to 2686)

AUTHORS essing,J.

TITLE Direct Submission

JOURNAL ubmitted (27-SEP-1991) Waksman Institute, Rutgers State Univ., 190
¢linghuysen Road, Piscataway, NJ 08854, USA

REFERENC| (bases 1 to 2686)
AUTHORS Messing,J.
TITLE Direct Submission

JOURNAL  Submitted (12-JAN-2000) Waksman Institute, Rutgers State Univ., 19@
Frelinghuysen Road, Piscataway, NJ 08854, U
REMARK Sequence update by submitter
COMMENT On Jan 12, 2000 this sequence version replac 1.
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DHIH1LIEEDENTANSICOE—HIESDH ?
 pUC RUH—[CEREEBAUPBR R T —(C

450 PEGFP-N1 (pUC ori) pBR-EGFP-N1 (pBR ori)
400 | IL 30°C 37°C 42°C 30°C 37°C 42°C
350 | H
M 12 3123123123412 312 3
300
250 |
200 |
150
100
50 |
o [0
30 37 42 30 37 42 (°C)
pUCori pBRori

Plasmid concentration (ng/uL)

N W hOOO

' pUC ori I’SX= RDURE(E. pBREEULT
30°CC2{&. 37°CT8iE. 42°CT6fzsz THhHD
N ot ’
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Gene expression vector

5 promoters
sv40 < CMV <SRa < EF1a = CAG

EF1o: human Elongation factor 1o promoter
Dr. Shigekazu Nagata : pEF-BOS

CAG: CMV enhancer + chicken (3-actin promoter
Dr. Niwa & Miyazaki : pCAGGS

EF1a = CAG : ubiquitous, strong, Tg animals
CMV : strong shortly after transient transfection
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Mowe:

BRC R DX:7AE—32— D4l

EF1o: human Elongation factor 1a promoter

Dr. Shigekazu Nagata : pEF-BOS

Pstl

GAATTACTTCCACGCCCCTGGCTGCAGTACGTGATTCTTGATCCCGAGCT

CTTAATGAAGGTGCGGGGACCGACGTCATGCACTAAGAACTAGGGCTCGA

TCGGGTTGGAAGTGGGTGGGAGAGTTCGAGGCCTTGCGCTTAAGGAGCCCCTTCGCCTCGTGCTTGAG

AGCCCAACCTTCACCCACCCTCTCAAGCTCCGGAACGCGAATTCCTCGGGGAAGCGGAGCACGAACTC

EF-1a promoter_JBC —*

& | ¥

; ]
Aliened Sequences T SHERVIHERINGEA. SHERTLHBILL

Original Sequence | ;j[“ﬂ GAATTACTTCCACGCCCCTGGCTGCAGTACGTGATTCTTGATCCCGAGCT

b EF-1a promoter_genome ==+ GAATTACTTCCACGCCCCTGGCTGCAGTACGTGATTCTTGATCCCGAGCT

b RDB18336_18336_BOGf | =+ gaattacttccacgcccctggctgcagtacgtgattcttgatcccgaget

b RDB18973_18973 BlLm == GAATTACTTCCACGCCCCTGGCTGCAGTACGTGATTCTTGATCCCGAGCT

b RDB07939_07939_BIL9 =+ GAATTACTTCCACE---ETGGCTGCAGTACGTGATTCTTGATCCCBAGCT

} RDB17867_17867_AOLh ==p

EF-1a intron A

TCGGGTTGGAAGTGGGTGGGAGAGTTCGAGGCCTTGCGCTTAAGGAGCCCCTTCGCCTCGTGCTTGAG
TCGGGTTGGAAGTGGGTGGGAGAGTTCGAGGCCTTGCGCTTAAGGAGCCCCTTCGCCTCGTGCTTGAG
tcgggttggaagtgggtgggagagttcgaggccttgecgcttaaggageccccttcgectecgtgettgag
TCGGGTTGGAAGTGGGTGGGAGAGTTCGAGGCCTTGCGCTTAAGGAGCCCCTTCGCCTCGTGCTTGAG

TCGGGTTGGAAGTGGGTGGGAGAGTTCGAGGCCTTGCGCTTAAGGAGCCCCTTCGCCTCGTGCTTGAG

gaattacttccacl---ktggctlckagtacgtgattcttgatcccgagctlggagccaggggcg

----------------------------- bgccttgecgettfthggagececttegectegtgettgag

13 bp

- 4types of EF-1 alpha promoter

genome : NC_000006.12
Type 1. g€NOmMic sequence

Type 2. Dr. Nagata JBC paper

Type 3. Dr. Nagata PEF-BOS plasmid RDB07939 : pEF-BOS, pEF-BOS-EX

Type 4. lenti virus modified?

clones

RDB18336 : pAY5 (mAID-EGFP-NLS piggyBac) 1
RDB18973 : pEF321-Flag-EX 11

158

RDB17867 : CSII-EF-IRES2-Bsd 34
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Gene expression vector

5 Drug resistant Genes
Neo, Hygro, Puro, Bsd (Zeo)

5 promoters
Sv40, CMV, EF10, CAG (SRa)

FEETETVBIBDE—DBRRN

2024/5/13 33



747 AGCTAGM AL0IGGC '\ RAGG(C NS
7GGCGGCGATNS A AGGE i —
P A AT RAE i {{\'\ =

vV N

7y X TCGATCGATCARMRNY

NCBI database
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